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The statement should read:
 
Raw single-cell RNA sequencing data can be accessed 
from the NCBI Gene Expression Omnibus database (Bio-
Project ID: PRJNA1141235).

The original article [1] has been updated.

References
1. Fu X, Guo X, Xu H, et al. Varied cellular abnormalities in thin vs. normal 

endometrium in recurrent implantation failure by single-cell transcrip-
tomics. Reprod Biol Endocrinol. 2024;22:90. https://doi.org/10.1186/
s12958-024-01263-1.

Publisher’s note
Springer Nature remains neutral with regard to jurisdictional claims in 
published maps and institutional affiliations. 

Correction: Reprod Biol Endocrinol 22, 90 (2024)
https://doi.org/10.1186/s12958-024-01263-1

Following publication of the original article [1], the 
authors would like to update the statement in the Data 
Availability section.
The statement currently reads:
 
Upon acceptance of the article, the original single-cell 
sequencing data will be uploaded to the National Cen-
ter for Biotechnology Information (NCBI) database and 
made accessible to other researchers for further analyses.
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The online version of the original article can be found at https://doi.
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